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Q1. Answer the following questions in context to protein tertiary strug e,,@i’c’tion: (CO-4)

[2]

(CO-3)
(2]

AAGCTGATCAACGATGGCTTG :
b) Ifthe Tm of a primer is 70 and that

(Co-5) .. -
a) How will you deﬂne evolu’uon‘? [2]
b) Homoplasy R i2]
c) Molecula_r:, fov (1]
Q4. Answer the foilowmg questions in context to database similarity search: (CO-2)
Sensm\my and selectivity [2]

Low complexlty regions - (2]

~ [1]

-

Q5. Using the given scoring scheme, calculate the sum of pairs score for the following multiple
sequence alignment: (CO-3) [5]
Match: 2; Mismatch = -1; Gap = -1
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X: GTACG
Y: TGCCG
Z: CcGCC
W: CGGAC

Q6. Generate a UPGMA tree using the following dataset:
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80 110 80 90 80

Q7. Demonstrate the calculation of only ﬁrslt“f‘gcf z invliitrix and clustering of taxa for the given
dataset using NJ method: o ' (CO-5)[5]

A B C
B 40
C 35
D 60
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