JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
TEST -3 EXAMINATION- MAY-2023

COURSE CODE(CREDITS): 18B1WBI631(3) MAX. MARKS: 35
COURSE NAME: Advanced Algorithms for Bioinformatics
COURSE INSTRUCTORS: Dr. Tiratha Raj Singh MAX. TIME: 2 Hours

i) SA” can perform

exponentially better than pairwise alignment while analyzing biqlog%%i f’%f’c’jug;ces. Discuss the
N (CO-4,5) [4]

Q.2. Generate MSA for the following three sequences: ATG"%@? ﬁA% and ATGA. If score for

Tl
Match= 1, Mismatch = -1 and Gap = -2, then calculate g!g}gégna‘%sﬁcore using SoP method.
. S “?,%ﬁ‘i\éﬁﬂﬁgz ’

Q.3. What are various recent developments in M A é‘glgorithms? Discuss progressive and
iterative tefinement a) gorithms with an exa:xf}%‘l,é?;’b : (CO-4,5)[4]
Q.4. Write Brute Force °Dp algorithms: its performance can be improved? Experimental
results of PDP were as follow 2 8ﬁ9,10,11,12,17,18,19,21,26,29. Solve this PDP by
(CO-3-5) [2+4]

discussion at applitation part.

Q6. For a give

i
*

used to_!‘so'l:

(CO-3-4) [3+3]
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