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- Note: All questions are compulsory. Carrying of mobile phone during examinations wﬁ-’l he
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Q.1. What is the purpose of nucleotide substitution models? Discuss any éghg@];@f your choice to
study evolution for two nucleotide sequences. %%% 5 } COo 1-4) {5]
‘izfé\ rl }\‘%

Q.2. Define non-functionalization time. Explain the models to compxi%\th‘ls time, (CO 3-4) [5]

oy ““%.
n%?ﬁn genomes and evolution?

(CO 4-5) [5]

Q.3. What are nested genes? What is the significance of nesieﬂ %.,
What is their relation with overlapping genes?

Q.4. What is exon shuffling? How it is associated 1 vt pr%’t@xns function and evolution. Explain
various classes of exon shuffling, g%%@% % (CO 4-5) [5]
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Q.5. Explain followmg in the light of evolu @Qg};
(a) Mutations (b} Gene rearrangemeﬁ%s O tZI(&‘) Purifying selection {d) GLOOM Server
(¢) Selecton Server el Yo (CO 1-5) [1#5=5]
) "%ﬁ% .
Q.6. Define foHowmg terms/&eﬁ‘i&wﬁh a suitable example: (CO 1-5) [2#5=10]
(2) Gene duplication g ) “’“"éb) Natural selection {c) Neo-Darwinism
(e) Gene dynamics
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