o Shoawdosn

JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
TEST -2 EXAMINATIONS April 2019

B.Tech (Biotechnology) 3" year
Course Code: 10BI11BT611 MAX. MARK!

Course Name: Comparative and Functional Genomics
Course Credits: 04 MAX %
z%’%
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Q3. What are different types of DNA mlcroarrays‘? Elsg,uss ‘the features of these microarrays? 2.5 COII

G

Q5. How SNPs are dlfferentxated*fgqm point mutation? What is  the frequency of SNP in the genome

when you consider the Slmﬂarepopu’iatlon and diverse populations? How SNP are introduced in the
Y,

genome and how do y‘omscreen SNPS (different methods) from the give sequence and out of those

which one you 0n31deredathe most reliable method? 5 (COII)

Qo. Sequcncmg bysfreverse termination is gaining importance, write the steps involved in it including its
6*»}%3

apphcatlon\and represent the methods in diagrammatic flow? 5 COI

: Q7 [f ;bu are provided with oligo-nucleotide based mouse genome DNA chips? Present the strategies

V,A‘Q:;iidentify the differentially expressed genes from cancerous and non-cancerous mouse model? Also,

<" discuss the normalization equation applied to remove systemic and technical biases? 5 COII



