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penalty of —1. Compute the best local alignment, and.the bestglobal alignment. Are the two
different? [CO-1] (3 marks) '

Q2. What is sequence alignment? Describe the mefhodé used for sequence alignment [CO-1]7 (3
marks) S

Q3. What is difference between PAM and BLOSUM matrices? [CO-1 & CO-2] (2 marks)

Q4. Define BLAST. D__éscrflbc__BLAST algorithm in details. What are BLAST variants? [CO-2]
(4 marks) -

QS. Explain the following — [CO-1 & CO-2] (3 marks)
(a) Difference between sequence similarity and sequence identity with an example
(b) Ort_holégous

(¢) Difference between Tandem and segmental duplication



