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JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY
T2 EXAMINATION-2016
B.Tech BIOINFORMATICS - 2" SEMESTER
COURSE CODE: 10B11BI211 MAX. MARKS: 25
COURSE NAME: Structural Biology MAX. TIME: 1.5 HOURS

Note: All questions are compulsory. Attempt ALL questions.

1. A.Imagine you are given a o/p protein structure that has four beta strands and th]fee alpha

helices; explain as to how will you identify its active site region.
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A. Define Levinthal’s paradox. A
arofiix disulfide bridges in

B. Imagine a protein (100 residues long) that can form a maxi;
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4. A. What form of DNA wou@you\%zﬁﬁ%; to see in desiccated shrimp eggs and in the spores
of Clostridium tetam’?“%a. %::%%“ [2.5]
B. In high salt co cé%tratloﬁﬁiﬁ*e DNA changes from B form to the Z form. Explain stepwise
the spe01ﬁc mblecular @vgnts in the sugar phosphate backbone that lead to this
confoms;éfﬁonal chaqge‘7 [2.5]

iven,that the atomic size of K+ and Na+ are highly similar, explain as to why the
Kﬁgil%\lannel cannot transport Na-+. [2.5]
B. Define Hydropathy Scale and explain the algorithm (using a flowchart) as to how it is

used in predicting transmembrane helices in a given protein sequence. [2.5]




