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Q.1. Explain the following terms with a suitable example: EE " 7 (1x5=5)
(i) PSI BLAST (ii) HSPs in BLAST (iii) NGS technologies and apphcatlons
{iv) Offset vector in FASTA (v) Personalized genomics for Drug Dtscovery [CO-1, 2]

Q.2. Discuss all the challenges and perspectives of computaﬂonal genomlcs towards life. (2)
S [CO-1-3]

Q.3.What is fragment assembly? Explain its cor;}ﬁli 0 s%‘;?ith an example of each. (3) [CO-2]
Q.4. Assemble following fragments to generate a candidate genome. Keep in mind that
orientation is unknown to the assembler, Check for length and overlaps in the final output.

: g (3)[CO-2]
ACGT
CGCTGC
CTAGCA
CGTGC

- analysis of three genomics types with their respective applications.

Q.5. Provide a comp:
(2) [CO-1]



