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Note: (a) All questions are compulsory.
(b) The candidate is allowed to make Suitable numeric assumptions wherever f‘eqign{ed
Jor solving problems

QNo | Question
Ql Define Single Nucleotide Polymorphisms (SNPs) and explain thelf d‘rfé\ih : 4

oy

types, and significance in the human genome. Discuss the rolé- SNP.s in

genetic variation, disease susceptibility, and personalisedéi

Q2 Explain how genetic variations in patients 1nﬂuence the‘ﬂlerapeunc efficacy of | 4

targeted anticancer drugs such as gefitinib, w1tlrrefergnce to EGFR mutations,

Q3 4
Q4 4
technique based or% sequencmg by synthesis, including important enzymes
and thel ﬂ‘“oureq)‘s Descrlbe In detail the sequence of biochemical reactions
1nvolv% tin tﬁe process and discuss its major applications in genomics
*_.;research;
.KV:)ISC"I:J.SS the major outcomes of the Human Genome Project with particular 4
émphasw on gene number estimation, genome size, protein-coding gene
. proportion, and gene density, and explain their biological significance.
W Describe the steps involved in a DNA microarray experiment and discuss how | 5

gene expression data are analysed (normalisation steps) and interpreted if

genome-wide analysis is of cancer vs non-cancerous tissue, J

G



