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Note: (a) All questtons are comgulsmy
(b) The cana’zdate is: allowed to make Suitable numeric assumptzons wh
for solvmg probl ems

(c) Use of calculators is not allowed

Q.No ~ Question

A DNA sequencing read has a base with Q = 30.§ I @
01 a., What is the probablhty that the base is wygripl

- | b. Whatis the base call accuracy (%)? .~ %
— R

Explain Sanger sequencing in detailsyyith 2flabeled diagram. Also |- LI 3
02 highlight the differerices betwdag matic and chemical ®)

degradation method of sequenc Z&X

a. Next generation seque g“s)' IL M 6

b. FASTA and FASTQ®¥Qind¢ ™ ©)
Q3 : oy

¢. Quality check -

a. A sequencing/myn prodtices millions of short reads instead of one I 4
Q4 long sequence, Wihat advantage does this provide? )

b. Explap yjnina sequencing with its principle.
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