JAYPEE UNIVERSITY OF INFORMATION TECHNOLOGY, WAKNAGHAT
TEST -1 EXAMINATION- 2026
B. Tech-VIII Semester [All except Bio]

COURSE CODE (CREDITS): 21BIWBT833 (3) -+ MAX. MARKS: 15
COURSE NAME: Computational Biology for Engineers 2

COURSE INSTRUCTOR: Dr. Raj Kumar MAX. T%%;éﬁ%our
Notze: (a) All questions are compulsory. g{;}’% ?@g;”

(f
.. (b) The candidate is allowed to make Suitable numeric assumptions-whe?fﬁ ﬁg?‘ rg uired
for solving problems

(c) Use of caleulators is not allowed

Q.No ‘ Question Marks
Q1 | Computational biology is considered an 1nterd1501gjfn@fy‘§‘cf‘ence i 2
'Explain this statement by describing how diffe td@scf hes .
contrlbute to Computational biology, with Slll%l) fiples.
%‘%
Q2 1 2
W1th suitable examples. : :
Q3 "Margaret Dayhoff is regarded as‘/‘@ J?anegi‘ of bioinformatics. Discuss 2 2
* | her major contributions to tge de eloﬁment of the ﬁeld of '
blomformatlcs wd
?;es%//’z S ) , .
Q4 | Formulate a PubMed 11te au ,ésearch strategy o 1dent1fy peer— 3 3 oy
reviewed articles ¢h,the topic aavancement of AI/ML methods in the -
ﬁeld of Com%ltatmrf%lﬁmlogy 7 ' ; e
Q5 | Nucleotjg e{«sgq chice databases represent a collaboratlve effort t0 o 2
colle pangd/disseminate repositories containing DNA and RNA
quientes. “Discuss the different nucleotide sequence resources and 3
st e;r data“sharing strategies.
2 3
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