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Note: (a) All questions are compulsory.

(b) The candidate is allowed to make Suitable numeric assumptions '

Jor solving problems.

(¢} Use of calculator is not allowed,
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Q.No Question % CO Marks
Ql What is biological sequence alignment problem? §olVg 1t for any two | 2 3
RNA sequences using ESF alignment approggh, $eil# AUCGGUAC
; Seq 2: GUAC. Use scoring systems as¢Match, =, Mismatch = 0,
Gap penalty = -1. Provide final scor he dlignment. Solve it
without filling the dynamic programmft
L LN _
Q2 Provide a comparative analysis g and Edit distances using | | 2
any suitable example of biol ences of any type.
Q3 Recognize fundamental] hth design principles and evaluate the 1 3
specific parameters that thakg"biological problems and their associated
algorithms distincf*ffom conventional computational problems,
Q4 2 4
Q5 | plain e concepts of distance and similarity in biological sequence | 2 3
*, analysis. How can these be represented mathematicaily? Mention any
ﬁ:\i womathematical properties of distance measures with an example.
&
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