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Note: (a) All questions are compulsory.

for solving problems

Q.No Question 4

Q1 Give a brief account of the various types of protein—p fei

b E
interactions, and | 3
enumerate the methods used for identifying PPIs. :

i\ th\ﬁ:%ay/ genome 3

Q2 The BioCyc database collection is a set of sevé
_{_sk‘s involved in curating

databases (PGDBs). Provide a short summary of*
BioCyc databases?

Q3 Explain the working of the given syn| tic.gene circuit: 5
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Q4 | Create a possible XML output for the following Vet. Data: 5
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Q5 Given a simple metabolic network with four reactions and three metabolites, | 5
construct the stoichiometric matrix and set up the FBA optimization problem
(objective function + constraints).

Metabolic network

Q6

Q7 Systems biology is a scientific a ‘that studies complex biological 2x5
systems. Explain the followmg it context of systems biology. =10

a) Reductionist Vs, systcms approach

b) Emergent properues s

c) Model orga.msms

d) Kinctic Modelling

e) Systems blology and synthetic biology
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