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Note: (@Al questions are compulsory.

(b) Marks are indicated against each question in square brackets.

(¢) The candidate is allowed to make Suitable numeric assumptions wherever req
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Q-1

time and has applications in drug discovery, genomics, dia microbiome
research with a key focus on the identification of po candidates,
performing whole-genome sequencing, diagnosing genet tders, and analyzing
microbial communities. p %

a. What do you understand by ngh Throughput (3 (: (HTS)

b. Justify the role of automation in high throughgp

¢. How would you differentiate between lowzth

technology? @ d
d. Discuss the role of bioinformatics i ing high throughput data.
¢. Discuss the importance of databa; rhidlogical system

High throughput technology is one of the most emergmg tcchno @ the current
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spectroscopy. Explain How intrinsic Tryptophan
gnitor these changes.

High-throughput sequencmg (HTS) uses advanced technologies to rapidly read and
analyze millions of DNA fragments at once, which has revolutionized genomics by
enabling large-scale projects like whole-genome sequencing much faster and cheaper
than traditional methods

: %a? What do you understand by Genome? And how HTS enhance the rate of
%ﬁa genome sequencing

Rﬁ b. How genome sequencing help in modern medicine?

é}}g c. Does your genome determine everything about you?
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Q4

Discuss how fluorescence quenching occur and mention its type? Also explain the
importance of fluorescence spectroscopy in biomedicine
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