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Q.No | Question o e Marks

Q1 The 'Central Dogma' is the process by which the instructions in DNA are 2
converted into a functional product. How does it serve as, the major source of
biomedical information? :

Q2 Discuss the contribution of the Atlas of Prot eqteﬁce and Structure to the 2

study of protein structure and function?

What are the various categories of 2
1:the DrugBank database?

Q3 Justify the role of the DrugBank data

chemical compound mformatlon store

Q4 Describe the structure of a G Bank ﬁle for nucleotide sequences. Compare and 2
contrast FASTA and GenBank ormats.

Q5 Jennifer Doudna and Emmanuelle Charpentier are pioneering scientists working 3
on CRISPR genonie editing. How will you search for relevant literature which
they have collectively published on CRISPR in past 10 years? Write down the
literature search scheme in a step-wise manner.

Q6 You:afe given three possible alignments for two DNA sequences. Evaluate the 4
following alignments and determine which one is a correct alignment.

_a) b) ¢)
ATGCTAGCTA ATGCTAGCTAIll ATGCTAGCTA
ATG-TAGCTA ATGTAGC-TAll ATGTAGCTA -

Pagelof1l




