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i What will be the outpui of the following Perl code?
my $str = "Hello, world!";
my $substr = "o";
my $posi = index($str, Ssubstr); [co-11+ @)
my $pos2 = rindex($str, $substr); R
|| print "First occurrence: $posl, Last occurrence: $pos2in™; N e
| Q2 Write a Perl program to convert DNA into RNA, © [CO-31] (3 |
Q3 __ | Define Arcay. Explain push, pop, shift and tuishift with an example. | [CO-3] | (4)
Q4 [ Whatis diewd wam in Perd? - JICo-11; @) |
f Q5 Explain the {ollowing — T
| a. How do you take user input in Perl? [CO-1
: b. What s the purpose of the chomp function in Perl? CO~3], (4)
‘ ¢ Whatisthe §_variable in Perl?
L d. _List the variables in Perl o __ﬁ_L%_W__H B
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