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Note: (a) All questions are compulsory, ‘
(b) The candidate is allowed lo make Suitable numeric assumptions wirefcvg#’ requined

Jor solving protlems
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19) You are given a sequence of base calls from a DNA sequencing | [CO-

experiment, and you need to calculate the Phred score for each base
call. The following table contains the crror probabilities for cach
base call in a DNA sequence: o

1 i s T Y

, 5 P —
4. Calewiate the Phred score for each base,
b It the average Phred score for a sequencing read is 30, what

et 15 the ervor probabilivy sssoclated with that sco? |
% a. Difference between * de  novo and  reference-based [CO-3]
sequencing? _
b. Difference between Sanger sequencing and next-generation
TmeenemgNGSy T I #
What are the key steps in [liumina Sequencing? T €021 @ |
Explain the following — [CO-1, ‘ !
a.. FASTQ format CO-3] @ I

L b, Data quality

Bt R S

Page i of 2



