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Q1 Two genes X and Y were observed duplicated from an arkis 2 3 i
followed by the speciation process. If the substitution fate @f%ls 0.7
and of Y is 0.5. Their time for speciation (diverge, 5500 years.

Compute the time of gene duplication for X ang
rate of substiiion for four pairwise corggar
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Q2 | Depict the biolsgicat similarity tirepigh-thalltiple evolutionary terns | 1. 3 ?
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such as homwlogs, analogs, nttliglbpss, paralogs and homoplasy. |_

Describe with an example Howd, ,&mlogy is associated with
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3 Crezte your own story olfevtiution tarough various discoveries, | 1.2 i
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mechanisms and evidei€es,dvailable. THustrate the significance of
various theories of‘eego}utioi‘l in these scenarios.
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Q4 Compreh%}ai?ﬁyfé" value of orthologs and paratogs in genomic data, i
Explai Aihéadaugi%ation and speciation events around these terms in
! the L@;ﬁ‘%‘g’e efranieantar ovelution.
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Q5 | %latﬁhe process of gene and protein evolution through genetic 2 |1 3

ydesystems. Discuss about vatious kind of genetic codes available
5, ‘%zﬁ” ate and explain how evolntion is changing these codes on regular
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