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Note: (1) All questions are compulsory. o %@;
(b) The candidate is allowed to make Suitable numeric assumptions whéted a uired
Jor solving problems. o, & 4P
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Q1 Explain the concepts of distances and similarities. How th&e two | 2 3
terms can be represented mathematicaily? Whats, age %rious
mathematical properties of distance and simila sequence

“gxamples of

o

alignment and analysis? Prove these with ?
biological sequences.

=ihr0ugh asymptotic | 1 3

Q2 Realize the significance of algorithm comp
three notations with an

notations. Deduce a comparative analy&ts:

example. _7
B, B % ™

Q3 Depict the difference betweeits ucleptide and amino acid sequence 1 2
p cleg

alignments. What are the@%en a$"on which basis we can clearly
distinguish their comparisongPGi

, ¢ any disease-based example where
this comparison was util ‘z%g&

AN

Q4 Discuss all tg
algorithms:be
& e

b
%bagéc%‘garacteristics of an algorithm. Explain how 1 2
( !gg’siﬁed on various basis. Give example of each.

Q5 Whatds bidlogidal sequence alignment problem? Solve it for the given |2 5
two Je}eéi’ﬁences using ESF alignment approach, Seq 1: (1+4)
AUCGGPAC ; Seq 2: AUCG. Use scoring systems as Match = |1,
aMés hatch = 0, Gap penalty = -1,
i
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