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can perform well in advers. conditions? m\ G [3]
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Q.2. Describe domain fusion and correlated mutations method{g‘ w%th@{?g}éxample of each.

Indicate their respective category of methods for classification. %"%‘%ﬁ%h [4]
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Q3. Realize the significance of PPJg in biological sy%fé“gxsg%‘%}u%. Briefly discuss any 3
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experimental methods used for PPIs, K%Y %%z kS [4]

Q4. Calculate sub graph concentrations of network rr?“a%fs"-’cjﬁor a3 node motif set where 5 motif
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type were absent and femaining were utilized wnh;.y(equa] probability. Total number of motifs

used were 88.

Q.5. Compare coherent and incohcre‘g‘?i@%fgjgkﬁ'lain how the computationa) implementations of
AND and OR logic gates in ngsgq%z‘d?bé‘*a;sociated with the regulatory mechanisms iy real
biological systems and/or pathvaig%fs"%% [4]

Q.6. Elaborate about the 8t niﬁcgﬁ‘é% profile (SP) of network motifs. Discuss its mathematical

formulations to calcgjﬁ% SP i given pathway, [2]
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